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VOI = Variant of Interest

Referans izolata kiyasla fenotip degisikligi gosteren ya
da fenotipik degiisiklige yol actigi bilinen ya da
kuskulanilan amino asit degsiklikleri olan SARS-CoV-2
izolat

veya

Toplumda bulastigi bilinen; vaka kiimeleri olusturan ya
da baska Ulkelerde de saptanan SARS-CoV-2 izolati

veya

DSO’niin SARS-CoV-2 Degerlendirme Calisma Grubu ile
birlikte degerlendirmeye aldigi bir VOI

VOC = Variant of Concern

- Bulasicihgr artmis veya COVID-19 epidemiyolojisini
olumsuz yonde etkileyebilecek

- Virulansi artmis ya da klinik tabloda degisiklige yol
acmis

- Halk saghgi veya sosyal onlemlerin etkinligine
azaltan ya da mevcut tani kitleri, asi veya
terapotiklerin etkinligini azaltan

veya

DSO’niin SARS-CoV-2 Degerlendirme Calisma Grubu ile
birlikte degerlendirmeye aldig1 bir VOC



https://www.qgov.uk/qovernment/publications/covid-19-variants-genomically-confirmed-case-numbers/variants-distribution-of-cases-data#differences-
between-a-variant-of-concern-and-a-variant-under-investigation

The previous variant names frequently include similar numbers with similar or repeating patterns. This makes referring to them verbally
challenging. To overcome this challenge, a revised nomenclature has been agreed involving dropping the first 2 numbers of the year and
replacing the 2-month numbers with a 3-letter abbreviation. This shortens the name and reduces the degree of repeated sequences of

numbers.
* 501.Y.B.1.7 - VOC-20DEC-01
* 501.B.351 - VOC-20DEC-02
* 501Y.B.28 (p1) = VOC-21JAN-02

*P.2 - VUI-21JAN-01
A.23.1 we484K -> VUI-21FEB-01
B.1.525 -> VUI-21FEB-03


https://www.gov.uk/government/publications/covid-19-variants-genomically-confirmed-case-numbers/variants-distribution-of-cases-data#differences-between-a-variant-of-concern-and-a-variant-under-investigation

Variant Other names bywhich Lineage Countryin Total MNew cases since last
thisvariant may be which first confirmed update(dataupto?
known* detected cases™ April)

VUI- VUI-202101/01 P2 Brazil 59 0
21JAN-
01

VUI- VUI-202102/01 A.231withE484K  England, UK 79 0
21FEB-
01

VOC-  VOC-202102/02 B.1.1.7withE484K England, UK 43 0
21FEB-
02

VUI- VUI-202102/03 B.1.525 (previously England, UK 361 +27
21FEB- designated UK1188)
03

WVUI- VUI-202102/04 B1.1.318 TBC 13 +9
21FEB-
04

VUI- VUI-202103/01 B1.324.1 with TBC 2 0
21MAR- E484K
01

VUI- N/& P.3 TBC 5 0
21MAR-
02

VUI- N/A B.1.617 India 77 Initial update
21APR-
01



The new variant first discovered
in India appears to be spreading
rapidly...

Each variant as a share of all sequenced
cases in the UK, by number of days since

..and confirmed cases are growing
at a similar rate to B.1.1.7 at the
same stage of its emergence

Each variant as a share of all sequenced cases
in the UK (log scale), by number of days since

it was first identified in the UK it was first identified in the UK
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SARS-CoV-2 variants:

- Variant of Interest

- Variant of Concern

- Variant of High Consequence

Current variants of interest in the United States that are being monitored and characterized are listed in the table below.
The table will be updated when a new variant of interest is identified.

Name
(Pango
lineage)

B.1.526

B.1.525

P.2

Substitution

Spike: (LSF*), T951, D253G,
(S477N*), (E484K*), D614G,
(A70TV*)

ORF1a: L3201P, T265I,
A3675/3677

ORF1b: P314L, Q1011H
ORF3a: P42L, Q57H

ORF8: T111

5UTR: R81C

Spike: A67V, A69/70, A144,
E484K, D614G, Q677H, F888L
ORF1b: P314F

ORF1a: T20071

M: 182T

N: A12G, T205!

S'UTR: R81C

Spike: E484K, D614G, V1176F
ORF1a: L3468V, L3930F
ORF1b: P314L

N: A1195, R203K, G204R,
M234l

5'UTR: R81C

Name
(Nextstrain?)

20C

20C

20)

First Detected

New
York/November
2020

New
York/December
2020

Brazil/April
2020

BEI
Reference
Isolate®

¢ Potential reduction

Predicted Attributes

* Potential reduction

in neutralization by
monaclonal B.1.427  L452R
antibody treatments DE14G

* Potential reduction

in neutralization by
convalescent and
post-vaccination
sera

* Potential reduction

. o B.1.429 S13l

in neutralization by

monaclonal W152C

antibody treatments L452R
D614G

in neutralization by
convalescent and
post-vaccination
sera

¢ Potential reduction

in neutralization by
monaoclonal
antibody treatments

* Potential reduction

in neutralization by
convalescent and
post-vaccination

20C/S:452R Us-
California

20C/5:452R Us-
California

= A US government interagency group developed a Variant Classification scheme that defines three classes of

= TheB.1.1.7, B.1.351, P.1, B.1.427, and B.1.429 variants circulating in the United States are classified as variants

~20% increased transmissibility 2

Significant impact on neutralization by
some, but not all, EUA therapeutics

Moderate reduction in neutralization
using convalescent and post-vaccination
sera '

~20% increased transmissibility '

Significant impact on neutralization by
some, but not all, EUA therapeutics

Moderate reduction in neutralization
using convalescent and post-vaccination
sera !



DSO

Table 3: Overview of variants of interest (VOlIs), as of 13 April 2021*

First

Ngadstrain PANGO lineage GISAID Alternats detected Eqrilest Key spike mutations
cdlade clade names by samples
United Dec H&69-V70 deletion; Y144
20C B.1.525 G/484K.V3 - Kingdom 2020 deletion; Q52R; E4A84K;
and Nigeria Q677H; D614G; and FEESL
United
Jun L452R; W152C; 513I; and
20C/5.452R | B.1.427/B.1.429 | GH/452R.V1 | CAL.20C/L452R | States of
. 2020 D614G
America
B.1.1.28.2, alias _ Apr L18F; T20N; P265; F157L;
20B/5.484K P2 GR - Brazil 2020 E484K; D614G; 59291; and
' V1176F
Not yet B.1.1.28.3, alias | Not yet PHL-B.1.1.28 Philippines | Feb 141-143 deletion
assigned P.3 assigned o and Japan 2021 E484K; N501Y; and PEB1H
United L5F; T951; D253G; D614G;
B.1.526 with Nowv ) ! ) )
20C GH - States of AT01V; and E484K or
EAB4K or S477N America 2020 SATTIN
G142 deletion; D&EH;
| Y144V; D215G;
20C B.1.616 GH i France 2?3”2 L, | V483A; D614G; HESSY;

GB635; Q949R; and
N1137D




A novel variant 'of interést of SARS-COV-‘I with multiple spike
mutations ¢etected through travel surveillance in Africa

© Comment on this paper

@ Tulio de Oliveira, Silvia Lutucuta, Jolin Nkengasong, Joana Morais, Joana Paula Paixio, Zoraima Neto,

Amilton Pereira Agostinho Paulo Raisa Rivas Carralero, Helga Reis Freitas, Franco Mufinda,
— Sofonias Kifle Tessema, Houriiyah Tegally, Emmanuel James San, Eduzn Wilkinson, Jennifer Giandhari,
A 2 3 -1 Sureshnee Pillay, Marta Giovanetti, Yeshnee Naidoo, Aris Katzourakis, Mahan Ghafari, Lavanya Singh,
- & Derek Tshiabuila, Darren Mar‘tin,@ Richard | Lessells

doi: https:/doi.org/10.1101/2021.03.30.21254323

This article is a preprint and has not been peer-reviewed [what does this mean?]. It

reports new medical research that has yet to be evaluated and so should not be used to
_‘ guide clinical practice.
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11’i S bolgesinde olmak lGzere 31 amino asit degisikligi

S bolgesinde 3 delesyon
RBD: R346K, T478R ve E484K)

NTD: 5 amino asit degisikligi ve 3 delesyon (Y144A, R246M, SYL247-249A ve W258L)
S1/S2 civari: H655Y ve P681H



&9 1TS THE GUY who
4 SA\W HE WOULDN'T B&

i\ ANY SORT OF FACE
A\ _COVERWG...

AKILDAKi SORULAR

Varyantlarin bulasiciligi

Varyantlarin klinik etkileri

Varyantlarla miicadele lGzerine etkileri

Varyantlarin gecirilmis infeksiyonla edinilmis bagisikliktan etkilenme durumlari
Varyantlarin asilama ile elde edilmis bagisikliktan etkilenme durumlari
Varyantlarin izlenmesi

Yeni varyantlarin ortaya ¢cikma riski

Asi secimi ve varyantlar

Asilarin glincellenmesi — Pan-SARS-CoV 2 asisi «dream vaccine»




501YV.1 (B 1.1.7)

Mutasyonlar

Amino asit degisiklikleri

Bulasma hizi

Hospitalizasyon gereksiniminde artis

Mortalite

Notralizan antikorlardan etkilenme

Asi denemeleri

23

orflab:T1001l, orf1ab:A1708D, orflab:12230T, del:11288:9, del:21765:6, del:21991:3,
orf8:Q27%*, Orf8:R52l, Orf8:Y73C, N:D3L, N:S235F
S:HV 69-70 deletion, S: Y144 deletion, S: N501Y, S: A570D, S: P681H, S: T716l, S: S982A, S:
D1118

%40-75 daha yuksek; ikincil atak hizi 3 puan daha yiksek (%10’a karsilik %13)

>%50 (Danimarka)

X1.3

Anlamli bir degisiklik yok. Asi ile bagisiklama sonrasi yabanil tipe gore yaklasik 2 kat; K484E
eklenlendiginde 7-9 kat (Biontech)

Minimum; AZ ve Novavax: %10 daha dusuk



Figure 3. Countries, territories and areas reporting SARS-CoV-2 VOC 202012/01 as of 13 April 2021
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Figure 3 | Map of B.1.1.7 sequence counts

Map showing the logged number of sequences of the variant in each country. Countries with more sequences are show
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501YV.2 (B.1.351)

Mutasyonlar

Amino asit degisiklikleri

Bulasma hizi

Hospitalizasyon gereksiniminde artis

Mortalite

Notralizan antikorlardan etkilenme

Asi denemeleri

Reinfeksiyon

21

E:P71L, N:T205I, orfla:K1655N
S:D80A, S:D215G, S:K417N, S:A701V, S:N501Y, S:E484K

Artis: 1.50

X1.2 (?)

Artmis; 6zellikle yashlar ve komorbiditesi olanlarda daha belirgin

KP’ya karsi 9.4; asilanmislardan elde edilen serumlara karsi 10.3-12.4 kat direncli.

Novavax ve JJ asilari %60 civarinda;
AZ: hafif ve orta infeksiyonlari dnlemede etksiz

Olasihikla yliksek



Increased transmissibility of 501Y.V2

CMMID, LSHTM & SACEMA (Carl Pearson et al.)
CovidM: age-structured mathematical model

501Y.V2 - 1.50 (95%Crl 1.20-2.13) times as transmissible as previously

circulating lineages

BUT, same effect could be explained by 501Y.V2 evading 21% (95% Crl 11-
36%) of previously acquired immunity, without any increased transmissibility

https //cmmid github iolopics/covid 19/sa-navel-varia - mi

§ Rchardlessel..

Increased transmissibility of 501Y.V2

Christian Althaus et al. (Bern) — unpublished data

501Y.V2 - 48% (95%CI 43%-53%) or 67% (95%CI| 60%-74%) increase in

transmissibility, assuming generation time of 5 or 7 days respectively
This analysis does not consider immune escape

~ ¥
.‘ )/

Richard Lessel... -



501Y.V2 and risk of re-infection

Novavax phase 2b vaccine trial - placebo arm

« Antibody testing at enrolment (anti-spike 1gG) — 31% positive

N Any symptomatic Moderate-severe
COVID-19 COVID-19
n % (95% CI) n % (95% CI)
Seronegative 1516 80 5.3(4.3-6.6) 47 3.1(2.3-4.1)
Seropositive 674 35 5.2(3.6-7.2) 21 3.1(1.94.7)

» Results suggested prior infection offers no protection from
re-infection — caution given risk of bias (e.g. differential risks
of exposure seropositive vs. seronegative participants)

« Results recently updated to 90 days follow-up — 7.9%

seronegative vs. 4.4% seropositive

AHRIE. vis & B

https://ir.novavax.com/node/1556 1/pdf

L. snviasTy OF v
s KWAZULU-NATAL
. INYUVESI

UFS « o, YAXWAZULU-NATALI

Shinde V, et al. medRxiv 2021 )




Figure 4. Countries, territories and areas reporting SARS-CoV-2 501Y.V2 as of 13 April 2021
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501Y.V.3 (B 1.1.28.1 ya da P.1)

Mutasyonlar 17

Amino asit degisiklikleri orflab:S1188L, orflab:K1795Q, del:11288:9, orf3a:G174C, orf8:E92K, N:P8OR
S:L18F, S:T20N, S:P26S, S:D138Y, S:R190S, S:K417T, S:E484K, S:N501Y, S:H655Y, S:T10271

Bulasma hizi Yiksek (X1.4-2.2)

Hospitalizasyon ?7?

Mortalite X1.1-1.8?7

Notralizan antikorlardan etkilenme Konvelasan plazmaya karsi 6.5 kat disus; asilanmislarda (m-RNA) 2-3 kat

Bir baska calismada asi yanitlarina (Biontech) 10.3-12.4 kat; konvelesan plazmaya karsi 9.4
kat daha direncli

Reinfeksiyon Daha 6nceden kazanilmis bagisiklik %25-61 oraninda koruyucu = Reinfeksiyon
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P1 bulasicilik: 1.7-2.4 kat daha yuksek

Gegirilmis infeksiyonun P1’e karsi koruyuculugu: %54-79

Brazil warns women to delay pregnancy
amid Covid-19 surge

Advice comes as country’s clinicians claim P1 Covid variant more
aggressive during pregnancy

Coronavirus - latest updates

See all our coronavirus coverage

A A healthcare worker assists a pregnant woman, in a hospital in Santarem, Brazil. A health ministry official advised

women to ‘delay pregnancy until a better moment”. Photograph: Tarso Sarraf/AFP/Getty Images

Brazil has warned women to delay getting pregnant until the worst of the
pandemic passes, saying the virus variant that is devastating the South
American country appears to affect expectant mothers more than earlier
versions of the coronavirus.



B.1.617: Hindistan varyant

The new variant first discovered
in India appears to be spreading
rapidly...

Each variant as a share of all sequenced

cases in the UK, by number of days since
it was first identified in the UK

1.0%
501Y.V2
(‘South African
variant’)
B.1.617 |
(‘Indian variant’)
0.5%
P.1 (‘Brazilian variant’)
0.0%- l

T
0 days 50 100

Source: FT analysis of GISAID data
OFT

..and confirmed cases are growing
at a similar rate to B.1.1.7 at the
same stage of its emergence

Each variant as a share of all sequenced cases

in the UK (log scale), by number of days since
it was first identified in the UK
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Figure 3 | Map of B.1.525 sequence counts

Map showing the logged number of sequences of the variant in each country. Countries with more sequences are shown in darker colours.

I Max sequences
1 sequence
Mo wariant record

Turkiye 14 sekans



Lineage B.1.427

GO TO PARENT LINEAGE: B.1

. = 2 TURKEY: 2 sequences [P



British Columbia '

Total cases '

Sequenced + Screened '
Bz Beis R Screened

6,000

4.800

3.600

2400

1200

B.1.1.7 was dominant in Italy already on Feb 18 (54% of all cases), and
increased by Mar 18 (86%). P.1 was quite common in Central Italy (5% of
cases nationally, ~10-35% in Central Italy) on Feb 18 and did not increase t
Mar 18. B.1.351 was rarely detected in both surveys. 2/9

18 February, 2021 18 March, 2021

Point prevalence of
B.1.1.7 (%)

As of April 13, there were 5,162 cases infected with variants of concern (VOC) (confirmed by sequencing) with onset up to
week 13 in BC. Of those, 3,588 (70%) were infected with variant B.1.1.7; 1,510 (29%) were infected with variant P.1; and 64
(1%) were infected with variant B.1.351. Episode dates range from week 51 to week 13. Adults 20-49 years of age comprised
61% of all SARS-CoV-2 VOC cases in BC, and also comprised 2,041 (57%) of the B.1.1.7; 1,053 (70%) of the P.1 variants and 32

(50%) of the B.1.351 that were detected.



COVID-19 vaccine recipients

BNT1462b2 (Pfizer) mRNA-1273 (Moderna)
1 dose 2 dose 1 dose 2 dose
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Pseudovirus neutralization by vaccinee sera

Poor
cross-nevutralization

wild fype D614G B.1.1.7 B.1.1.298 B.1.1.429 P2 81351. SA"S‘ “c':'x\‘,
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B.1.351 spike mutations Nevutralization
RBD ?38"& Good -* Poorest*
K417N
T L18F wild type B.1.351
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Cell

Multiple SARS-CoV-2 variants escape neutralization
by vaccine-induced humoral immunity

Graphical abstract Authors
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Cell

Multiple SARS-CoV-2 variants escape neutralization
by vaccine-induced humoral immunity

Graphical abstract Authors
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Ptizer’in iki doz sonrasi kendi calismasi

332 663 485 331
1280- Y OOAOAOA 437 - eir000 @6
640 - A e A OOAA&)A ‘ ® ATEWA AGOOA
—; S— .
E:n 3204 00.00 A®OAA Em] A.En
— W
,._9‘ 160 ® @) % 009 ei00
2 AGO
Cn 804 ® o0
B RS P SR . B - . e LD
20
USA-WA1/2020 B.1.1.7-Spike P.1-Spike B.1.351-Spike B.1.351-A242-244 B.1.351-RBD
+D614G +D614G
Apr'll 15, 2021

N Engl | Med 2021; 384:1466-1468
DOI: 10.1056/NE)Mc2102017

tralizing Activity of BNT162b2-Elicited Serum




Journal Pre-proof

SARS-CcV-2 variants B.1.351 and P.1 escape from neutralizing antibodies

Markus Hoffmann, Prerna Arora, Riidiger GroR, Alina Seidel, Bojan F. Hérnich,
Alexander S. Hahn, Nadine Kriiger, Luise Graichen, Heike Hofmann-Winkler, Amy
Kempf, Martin S. Winkler, Sebastian Schulz, Hans-Martin Jack, Bernd Jahrsdérfer,
Hubert Schrezenmeier, Martin Mdiller, Alexander Kleger, Jan Miinch, Stefan
Péhimann

PII: 50092-8674(21)00367-6

Emerging SARS-CoV-2 Variants

501Y.v1 501y.v2 501Y.v3
(B.1.1.7 Lineage) (B.1.351 Lineage) (P.1 Lineage)
RBD: RBD: RBD:
N501Y K417N, E484K, N501Y K417T, E4B4K, NS01Y
Host Cell Entry Efficiency, Entry Kinetics and Spike Protein Stability
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Humoral and cellular immune responses against SARS-CoV-2
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Figure 2. Neutralization activity of antibody responses elicited by the Sputnik V vaccine.
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Evidence for increased breakthrough rates of SARS-CoV-2 variants of concern in

BNT162b2 mRNA vaccinated individuals
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TO THE EDITOR:

The emergence of two variants of severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2) —
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Figure 1: Graphical representation of the number of weekly COVID-19 cases in the city of S3o Paulo (SP) and among healthcare workers (HCW) of Hospital das
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Performance of vaccination with CoronaVac in a cohort of healthcare workers (HCW) -

preliminary report

Elizabeth de Faria !, Ana Rubia Guedes ?, Maura S. Oliveira 2, Moacyr Vergara de Godoy

Clinicas (HC) (University of S3o Paulo). Arrows mark the adminstration of the 2 doses of CoronaVac in HC's HCW.
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Escape of SARS-CoV-2 501Y.V2 from
neutralization by convalescent plasma
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Table 1. Summary Results on SARS-CoV-2 Vaccine Trial Efficacy and Viral Neutralization of the B.1.1.7, P1, and 501Y.V2 Variants, as Compared with Preexisting Variants.*

Efficacy in
Settings
with
501Y.v2
Vaccine (Company) Preexisting Variants Neutralization by Pseudovirion or Live Viral Plaque Assay Variant
Efficacy in Efficacy in P.1 Variant
Sample Preventing Clinical Preventing Severe
Size Covid-19 Covid-19 B.1.1.7 Variant 501Y.V2 Variant
no. % (no. of events with vaccine vs. placebo) %
Ad26.COV2.S (Johnson & 43,783 66 (NA) 85 (NA) NA NA NA 571, 851
Johnson)
BNT162b2 (Pfzer) 34,922 95 (8 vs. 162) 90 (1vs.9) Decrease by 2x Decrease by 6.7x Decrease by NA
=6.5%
mRNA-1273 (Moderna) 28,207 94 (11 vs. 185) 100 (0 vs. 30) Decrease by 1.8x Decrease by 4.5x Decrease by NA
=8.6x
Sputnik V (Gamaleya) 19,866 92 (16 vs. 62) 100 (0 vs. 20) NA NA NA NA
AZD1222 (AstraZeneca) 17177 67 (84 vs. 248) 100 (0 vs. 3) MNA NA Decrease by 22§
=86x
to complete
immune
escape
NVX-CoV2373 (Novavax) 15,000 29 (6 vs. 56) 100 (0 vs. T) Decrease by 1.8x NA NA 49(
CoronaVac (Sinovac)§
Brazil 12,396 51 (NA) 100 (NA) NA NA NA NA
Turkey 7,371 91 (3 vs. 26) NA NA NA NA NA
BBIBP-CorV (Sinopharm) MNA 79 (NA) MNA MA NA Decrease by MNA

1.6x



Varyant taramasi vs (+) Genomik stirveyans

. Table ALl. Number of sequences required, >100,000 total number of cases per time unit and
R | S kl e r : geographic unit (no population size correction)

Number of sequences required per time unit and geographic unit of

Expected prevalence of Only denect' Determination of proportion of variant
- Artan infeksiyon sayisi crosatng s | vrases wit osog | Low predsion [ Medum precision | High precion
y V 9 Ot (i (95% relative CI | (95% relative CI | (95% relative CI
s +50%) +25%) +10%)
Asilama i
§ 25.00% 12 46 184 1152
H"H H H P H 10.00% 30 138 553 3457
Uzun birinci doz — ikinci doz araliklar o ! - -] o
- Asilarin koruyuculuklar? Suresi 20k B al % G
1.00% 300 1521 6 085 38032
- Salgin uzadikca reinfeksiyonlarin da artmasi 0% ) 3058 ds52 i
0.25% 1198 6131 24 525 153 280
- A§| adaletsizlikleri 0.10% 2995 15351 61404 383776
Table A2Z. Number of sequences required, 100 000 total number of cases per time unit and
geographic unit

Number of sequences required per time unit and geographic unit of

§
!

Expected prevalence of Only detect Determination of proportion of variant

Oncelikli gruplar: rimkancog ol | pmseren . (e — Vi | RSN
confidence (no (95% relative CI (95% relative CI (95% relative CI
precision) +50%) +25%) +10%)
o ) « . . . . 25.00% 12 46 184 39
- Bagisikhgi baskilanmis kisilerdeki uzamis infeksiyonlar 000% 2 i3 550 e
- Klinik ya da epidemiyolojik acidan dikkat ceken durumlar . b = " e
4 H . H H H 1.00% 299 1498 5736 27 553
- Asi ya da dogal infeksiyon sonrasi gelisen reinfeksiyonlar et - 2 it o
- Cografi yogunlasma olan boélgeden gelenler S s 570 e e
0.10% 2908 13 308 38 044 79 329



RT-PCR ile Tarama:

e del 60/70 2 V1
* Del 144 - V1 ve Cal.
e Del 241-43 > V2 (%82.1)

e Del 3675-77 > V1 /(%97.5); V2 (%93.9); V3 (%93.3); B1 526 (%98.4)
B1.526.2 (98.9)
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Chinese COVID-19 vaccines have
neutralizing effect on mutant strains found

in South Africa, UK

By Global Times
Published: Mar 28, 2021 0g:25 PM
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Preliminary study suggests CoronaVac neutralizes
novel variants of SARS-CoV-2

March 24, 2021

0000600 00600

By Maria Fernanda Ziegler | Agéncia FAPESP — A preliminary study

conducted by Butantan Institute in the state of S&o Paulo, Brazil, Laboratory trial by Butantan Institute in partnership with the University of
S&o Paulo involved inoculation of variants P.1 and P2 into cultured cells
containing blood serum from vaccinated subjects. The resulis were
satisfactory, according to the researchers (photo: Sdo Paulo State
Government)

suggests the CoronaVac vaccine, developed by Chinese
pharmaceutical company Sinovac Biotech, can neutralize variants P.1
and P.2 of SARS-CoV-2. Epidemiologists believe P.1, the more
transmissible variant first detected in Manaus, is one of the causes of the recent jump in COVID-19 cases and deaths, alongside the
relaxing of mobility restrictions in and after the holiday season and the slow pace of vaccination.



* Bazi varyantlarin klinik, bulasicilik, mortalite Gzerindekietkileri ile ilgili
glvenilir veriler eksik

* Varyantlarin baskin hale gelme olasiliklari

 Asiile ilgili sorular.... Sorular...

e Kaynagi kisitl bolgelerde varyant takibi
e Daha fazla varyantin ortaya cikmasi






